Values are HNRNPA2B1/ β-actin for the lanes shown. While HNRNPA2B1 is a 37 kDa protein it is known to form aggregates (Li et al Hum Mol Genet 2016). The estimated MW of the HNRNPA2B1 aggregates was calculated using UnScanIt. B) Full blot of β-actin from A is shown. C) Full blot of GAPDH for Figure 1C . D) Full blot of GAPDH for Figure 2B . E) qPCR for GAPH using TaqMan primers was run on 7 samples (each in quadruplicate) from MCF-7 cells transfected with pcDNA3 for 48 or 72 h. Values are the CT for GAPDH in each sample with the avg. ± stdev. plotted. There is no significant difference when analyzed by a two-tailed t-test in GraphPad Prism.
Supplementary Figure 4:
Effect of HNRNPA2B1 transfection in MCF-7 cells for 48 or 72 h on miRNA expression. Heatmap represents the raw expression values with miRNAs clustered based on similar expression profiles. The scale is at the top right. Only miRNA transcripts that showed a log2 fold-change greater than 1 (or -1 for repressed miRNAs) were included. miRNAs down-regulated are black and upregulated yellow to white. 1.14406472 0.032480814 hsa-miR-378e
1.134772741 0.00034966 hsa-miR-130a-3p
1.133485926 0.046131227 hsa-miR-590-5p
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1.122188938 0.000341385 hsa-miR-378d
1.09669363 0.000314839 hsa-miR-378d
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1.068408272 0.007938015 hsa-miR-5684
1.062212177 0.040666913 hsa-miR-4783-3p
1.060675328 0.021898234 hsa-miR-320c
1.055990021 0.000692398 hsa-miR-3127-3p
1.055236079 0.047728262 hsa-miR-320c
1.047853316 0.000745136 hsa-miR-3065-5p
1.039235813 0.028172317 hsa-miR-3194-5p
1.036486687 0.012708119 hsa-miR-642a-5p
1.03232583 0.013146855 hsa-miR-181b-5p
1.014145501 0.040605348 hsa-miR-532-5p 
